Errors in NORS, Explanation, and Solution
	Data Cleaning Task
	Explanation
	Solution

	An etiology has >1 confirmed case but is not listed as “confirmed.”  
	If an outbreak has ≥ 2 lab-confirmed cases for a specific etiology, then that etiologic agent is considered “confirmed” by CDC definition.  
	In the report, go to the Etiology Section.  If there are ≥ 2 lab-confirmed cases for a specific etiology, then open that etiology by clicking on the table row and check the “Confirmed” box.  Otherwise, edit the “# lab confirmed cases” in the etiology section.  

	An etiology is listed as “confirmed” but has 0 or 1 lab confirmed case.
	
An etiology is considered confirmed if that etiologic agent had ≥2 lab-confirmed cases.  For more information, please see the CDC “Guide to Confirming a Diagnosis in Foodborne Disease”, located at  http://www.cdc.gov/foodsafety/outbreaks/investigating-outbreaks/confirming_diagnosis.html
	
In the report, go to the Etiology Section.  If the etiology does not have two or more laboratory-confirmed cases, then open that etiology by clicking on the table row, and uncheck the “Confirmed” box.  If the etiology does have two or more confirmed cases, update the “# lab confirmed cases” field to reflect the correct number.  



	Less than two "Estimated total primary cases" 
	For NORS reporting purposes, an outbreak is defined as the occurrence of ≥2 cases of a similar illness resulting from exposure to a common source.
	In the report, go to General Section: Primary Cases.   If there were ≥2 cases, correct the number of “Estimated total primary cases.”

If there was only 1 case and it was a part of a multi-state outbreak, check the “Exposure occurred in multiple states” box located in the General Section: Geographic Location.

	“Etiology known?” does not match Etiology Section
	If any etiology been entered in the Etiology table as either confirmed or suspected, the answer to “Etiology known?” should be “Yes”.  If no etiology has been confirmed or is suspected, the answer to “Etiology known?” should be “No”.  
	If any outbreak etiology has been confirmed or is suspected, please select “Yes” under “Etiology known?” and complete the Etiology table.   If the outbreak etiology is unknown with no suspected etiologies, please select “No” under “Etiology known?” and skip the Etiology table.   

	Multistate exposure outbreak without sufficient information 
	Whenever “Exposure occurred in multiple states” is selected in the General Section: Geographic Location section, Etiology, Isolates (i.e., Pulsenet Code, PFGEs), other states (including case counts), and setting should be entered as applicable to the investigation for multi-state consolidation and verification purposes.
	The definition of a multistate exposure outbreak is: “The occurrence of two or more similar illnesses attributed to a common exposure (e.g., food, animal, beverage, or restaurant) that occurred in multiple states or territories.” If the outbreak does not fit the definition of a multistate exposure outbreak, please uncheck the 'Exposure occurred in multiple states' checkbox.  If the outbreak is consistent with the definition, please provide additional information in the Etiology, Isolates, Other States, and Major Setting fields or in the Remarks field.  If the multistate outbreak is not verified by the state or does not meet the CDC definition of a multistate outbreak, the multistate exposure designation will be removed.

	“Other” genus is listed without additional information or may be misclassified 
	If any “Other” genus is selected (e.g. “Other”, “Other – Bacterium”, etc.), an appropriate comment must be entered in the “Other Characteristics” field.  An “Other” genus should not be used if the appropriate selection already appears in the picklist.

Only foodborne, waterborne, and acute gastroenteritis outbreaks due to other modes of transmission are reportable via NORS.  Please delete any NORS reports that do not meet these criteria.  For more information, please visit http://www.cdc.gov/nors/about.html.  
	In the report, go to the Etiology Section.  If the etiology is known but could not be found in the available pick-list, provide as much information as available (e.g., Genus, Species, Serotype, etc) in the “Other Characteristics” field.

If the etiology is found in the available genus/species picklist, please make sure to appropriately complete those fields.  For instances, a suspected or confirmed norovirus etiology should be indicated by Genus=”Norovirus”, not “other viral”.  

If the etiology is truly unknown (including no suspected etiologies), delete the entry in the Etiology workspace by clicking on the “X” that appears on the far right of the table row and complete the questions regarding unknown etiology above.

	Age information is missing or percentages do not sum to 100%
	The age distribution of primary cases in NORS should be entered for each report.  If percentages are entered, they should sum to 100%.  
	In the report, go to General Section: Primary Cases.  To automatically calculate percentages, enter the absolute numbers into the respective age group boxes in the NORS interface, and then click "Calculate Percentage of cases" before saving the report.  If entering percentages directly, please ensure that they total 100%. 

 If age information is unknown, enter the number of primary cases in the # of cases unknown or 100 in the % of cases unknown fields.  

	Cryptosporidium with a species name and no genotype.
	Generally, tests to determine Cryptosporidium species will also identify the genotype.  If Cryptosporidium is chosen as an outbreak etiology and a species name specified, then the genotype should also be specified.
	In the report, go to the Etiology Section.  If the genotype name is known but could not be found in the available serotype/genotype picklist, list the genotype name in the “Other Characteristics” field. If the genotype name is unknown, check to ensure that the test used was able to determine the species.   If not, update species to “Unknown”.  

	Information on death is missing. 
	Since death is an uncommon but important outcome in acute gastroenteritis outbreaks, please always document information on the number of cases that died and the number with information available.  
	In the report, go to General Section: Primary Cases.  Update the # of Cases and the # of Cases with Info Available for the outcome “Died”.  Denominator data must be entered to properly assess case fatality rate.  

If information on death is unknown, enter “0” in both fields.

	Outbreaks with at least one death reported
	Since death is an uncommon but important outcome in acute gastroenteritis outbreaks, please verify that the number of deaths reported for an outbreak is accurate.  
	[bookmark: _GoBack]If the number is accurate, no action is needed.  If the number of deaths is inaccurate, go to General Section: Primary Cases and update the # of Cases and the # of Cases with Info Available for the outcome “Died”. 

	E. coli without serotype (includes STEC)
	If E. coli is chosen as an etiology, then the “Serotype” should be specified.
	In the report, go to the Etiology Section.  If the “Serotype” name is known but could not be found in the available picklist, list the serotype name in the “Other Characteristics” field.

If the “Serotype” name is unknown, please explain in the “Other Characteristics” field.

	Information on hospitalizations is missing.
	Since hospitalization is an uncommon but important outcome in acute gastroenteritis outbreaks, please document information on the number of cases that were hospitalized and the number with information available.  
	In the report, go to General Section: Primary Cases.  Update the # of Cases and the # of Cases with Info Available for the outcome “Hospitalized”.  Denominator data must be entered to properly assess case hospitalization rate.  

If information on hospitalizations is unknown, enter “0” in both fields.

	E. coli outbreaks without HUS
	Hemolytic Uremic Syndrome (HUS) is a severe outcome, particularly in E. coli outbreaks.  As such, please always document the number of HUS cases is E. coli outbreaks, even if the number is 0. 
	In the report, go to General Section: Signs or Symptoms.  In the row labeled “HUS”, update the “# of cases with signs or symptoms”.  If there were no cases of HUS, enter “0” and indicate the total number of cases for whom information is available.  

	Missing isolate data for specific etiologies 
	For outbreaks in which the confirmed etiology is Salmonella, Listeria, E.coli, Shigella, Campylobacter, or Vibrio, enter available lab information (StateLab ID, Pulsenet Code, PFGE) for at least 3 representative isolates. 
	In the report, go to the Etiology Section.  Please enter the information as appropriate in the section labeled “Isolates” near the bottom of the page.  If isolate information is unknown, please enter “N/A” in the “State Lab ID” field.

	Confirmed norovirus outbreak without genotype
	If norovirus is listed as a laboratory-confirmed etiology, please enter the genotype information.  Because norovirus is the leading cause of acute gastroenteritis outbreaks, this information is important for genotype-specific analyses and to identify new genotypes.  
	In the report, go to the Etiology section.  If norovirus is listed as a confirmed etiology, please make sure that the genogroup and genotype information have been entered.  If you cannot find the appropriate entry in the drop-down list, enter the genotype in the “Other Characteristics” field. 

If genogroup information could not be determined, please enter “Unknown” in the “Species” field.  If genogroup is known but genotype unknown, please enter the appropriate genogroup in the “Species” field and “Unknown” in the “Serotype” field.  

	Salmonella without serotype
	If Salmonella is chosen as an etiology, then the “Serotype” should be specified.
	In the report, go to the Etiology Section.  If the “Serotype” name is known but could not be found in the available picklist, list the serotype name in the “Other Characteristics” field.

If the “Serotype” name is unknown, please explain in the “Other Characteristics” field.

	Setting information is missing
	Setting information should be entered for all outbreaks. 
	In the report, go to the Settings section.  Select the appropriate major setting of exposure from the drop-down list.  To see user-entered settings, click “Show more”.  If the appropriate setting cannot be found in the expanded list, click “Other” to enter a new setting.  Please verify that your needed setting cannot be found in the current list before adding a new setting to the list.  If multiple settings are involved in the outbreak, additional settings can be selected under “Other settings of exposure”.  

	Sex information is missing or percentages do not sum to 100%
	The sex distribution of primary cases in NORS should be entered for each report.  If percentages are entered, they should sum to 100%.  
	In the report, go to General Section: Primary Cases.  To automatically calculate percentages, enter the absolute numbers into the respective age group boxes in the NORS interface, and then click "Calculate Percentage of cases" before saving the report.  If entering percentages directly, please ensure that they total 100%. 

 If sex information is unknown, enter the number of primary cases in the # of cases unknown or 100 in the % of cases unknown fields.  



